Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.005 Å; R factor = 0.060; wR factor = 0.134; data-to-parameter ratio = 11.4.
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Comment
The synthesis (Hitchcock et al., 2001) , conformational analysis (Casper, Blackburn et al., 2002; Burgeson et al. 2004) , and asymmetric applications (Casper & Hitchcock, 2003; Casper, Burgeson et al., 2002; Ferrence et al. 2003; Hitchcock et al. 2004; Hitchcock et al. 2001; Squire et al. 2005; Szczepura et al. 2004 ) of 3,4,5,6-tetrahydro-2H-1,3,4-oxadiazinan-2-ones have only thoroughly been studied in the last ten years. We have been interested in synthesizing new oxadiazinanones for use as chiral auxillaries in aldol addition reactions. We synthesized the title compound in order to study the conformation that the heterocycle adopts. Herein we report the single-crystal X-ray structure analysis of the N 4 -isopropyl-L-phenylalanine based oxiadiazinanone.
Other oxadiazinanones have been reported and studied, but the title compound is one of few studied that is not substituted at the N3 position. Other oxadiazinanone structures (Burgeson et al., 2004; Casper, Blackburn et al., 2002; Casper, Burgeson et al., 2002; Ferrence et al., 2003; Hitchcock et al., 2001 Hitchcock et al., , 2004 are substituted with a carbonyl at the N3 position. These N3 substituted oxadiazinanones adopt a twist-boat conformation, as does the title compound. This is also consistent with related oxadiazinanones not substituted at the N3 position (Szczepura et al., 2004) . The C7B-C5B-N4B-C14B torsion angle is 159.1 (2)°, and the C7A-C5A-N4A-C14A torsion angle is 155.5 (2)°. Previously reported oxadiazinanones with no substitution at the N3 position have torsion angles between 161.79-163.16°. A Mogul (Bruno et al. 2004 ) geometry check showed all non-H bond angles and distances to be normal. The molecular structure ( Fig. 1.) of I includes two independent molecules in the asymmetric unit. The oxadiazinanone moieties are essentially isostructural. The primary difference between the two molecules is the orientation of the benzyl group attached to C5A/B (Figs. 2. and 3.). The respective -56.9 (3)°N 4A-C5A-C7B-C8A and -175.5 (2)° N4A-C5A-C7B-C8A torsion angles quantify this difference.
Hydrogen-bonding interactions usually appear to play a key role in the crystal packing of oxadiazinanones (Szczepura et al., 2004) . However, it may be that the optimal crystal packing simply happens to yield an arrangement of molecules which are suggestive of a hydrogen bonding motif. That is packing forces other than formation of the weak H-bonding fortuitously lead to the motif. In the title compound, the 2.83 Å N3A-O17B and 2.89 Å N3B-O17A donor to acceptor separations are large enough to support only weak, if any, hydrogen bonding (Fig 4. ). This interaction is further illustrated in the Jmol enhanced figure (Fig. 5 ).
Experimental
The title compound was prepared as previously reported (Dore et al. (2006) ).
Refinement
All non-H atoms were refined anisotropically without disorder. All H atoms were initially identified through difference Fourier syntheses then removed and included in the refinement in the riding-model approximation (C-H = 0.95, 0.98, 0.99 supplementary materials sup-2 and 1.00 Å for Ar-H, CH 3 and CH 2 and CH; N-H = 0.88 Å; U iso (H) = 1.2Ueq(C) except for methyl groups, where U iso (H) = 1.5Ueq(C)). In the absence of significant anomalous scattering effects, Friedel pairs were merged. Fig. 1 . The molecular structure of compound (I), with the atomic numbering scheme. Displacement ellipsoids are drawn at the 50% probability level. Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (14) 0.0042 (11) −0.0003 (11) −0.0015 (11) O17A 0.0237 (10) 0.0186 (10) 0.0217 (10) −0.0034 (9) −0.0026 (9) 0.0017 (9) N3A 0.0147 (11) 0.0186 (11) 0.0178 (11) −0.0011 (10) −0.0048 (9) −0.0007 (9) N4A 0.0146 (11) 0.0122 (10) 0.0193 (11) 0.0005 (9) −0.0011 (9) 0.0018 (9) C5A 0.0141 (12) 0.0171 (12) 0.0182 (13) −0.0037 (11) −0.0020 (10) 0.0000 (11) 
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